Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.004 Å; R factor = 0.023; wR factor = 0.059; data-to-parameter ratio = 12.4.
In the structure of the title compound, 2[Ag(C 10 H 8 N 2 )(H 2 O)]-(C 7 H 6 NO 2 )(NO 3 )ÁH 2 O, the Ag I atom is three-coordinated in a T-shaped configuration by two N atoms from two symmetryrelated 4,4 0 -bipyridine (bipy) ligands at short distances and by one water O atom at a longer distance. Each bipy ligand bridges two neighbouring Ag I atoms, forming a chain structure extending parallel to [101] . The complete 4-aminobenzoate anion, the nitrate anion and the uncoordinated water molecule are located on mirror planes: together with the coordinated water molecule, they form N-HÁ Á ÁO, O-HÁ Á ÁO and O-HÁ Á ÁN hydrogen bonds, stabilizing the crystal structure.
Related literature
For a related structure, see : Zhang et al. (2008) .
Experimental
Crystal data 
Data collection
Bruker APEX CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) Table 2 Hydrogen-bond geometry (Å , ). 
Data collection: SMART (Bruker, 1998 ); cell refinement: SAINT (Bruker, 1998) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL.
[Ag 2 (C 10 In the crystal structure of compound (I), the Ag I atom is three-coordinated by two nitrogen atoms from two symmetryrelated bipy (bipy = 4,4'-bipyridine) ligands and one water water molecule in a T-shaped coordination configuration ( Fig.   1 ). Each bipy ligand bridges two neighboring Ag I atoms to form a chain structure along [101] . Further, L anions (L = 4-aminobenzoate), the nitrate anion, and the uncoordinated water molecule form N-H···O and O-H···O hydrogen bonds, stabilizing the structure of (I).
Experimental
A mixture of AgNO 3 (1 mmol), NaOH (0.040 g, 1 mmol) and 4-aminobenzoic acid (1 mmol) in water (15 ml) was stirred for 10 min at room temperature. Then 4,4'-bipyridine (1 mmol) was added to the solution with stirring for 30 min and a white precipitate was obtained. The precipitate was dissolved by dropwise addition of ammonia (5 M). Single crystals were obtained by slow evaporation of the solution at room temperature.
Refinement
All H atoms on C atoms were positioned geometrically (C-H = 0.93 Å) and refined as riding, with U iso (H) = 1.2U eq (carrier).
The amino and water H atoms were located in a difference Fourier map, and were refined with a distance restraints of N-H = O-H = 0.85 Å. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds (10 
